Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.047; wR factor = 0.109; data-to-parameter ratio = 11.4.
T min = 0.951, T max = 0.975 2221 measured reflections 1809 independent reflections 1472 reflections with I > 2(I) R int = 0.015 Refinement R[F 2 > 2(F 2 )] = 0.047 wR(F 2 ) = 0.109 S = 1.06 1809 reflections 159 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.16 e Å À3 Á min = À0.21 e Å À3 Absolute structure: Flack (1983) , 640 Friedel pairs Flack parameter: 0.04 (13) Table 1 Hydrogen-bond geometry (Å , ) .
Cg1 is the centroid of the C1-C6 ring.
D-HÁ Á ÁA
D -H HÁ Á ÁA D Á Á ÁA D -HÁ Á ÁA O1-H1Á Á ÁN1 1.10 (6) 1.63 (7) 2.616 (4) 147 (5) C8-H8AÁ Á ÁO2 i 0.97 2.77 3.592 (4) 143 C2-H2Á Á ÁCg1 ii 0.93 3.00 3.631 (4) 127
Symmetry codes: (i) Àx; y À 1 2 ; Àz þ 1; (ii) Àx þ 1; y þ 1 2 ; Àz þ 1.
Data collection: CrysAlis PRO (Oxford Diffraction, 2007); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999) . supplementary materials Acta Cryst. (2012) . E68, o2801 [doi:10.1107/S1600536812036586]
4-Methoxy-2-{(E)-[(thiophen-2-yl)methylimino]methyl}phenol Esen Nur Kantar, Yavuz Köysal, Mustafa Macit, Ebru Er and Mustafa Serkan Soylu

Comment
The title Schiff base, C 13 H 13 NO 2 S, adopts in the crystal structure the phenol-imine tautomeric form and reveals an intramolecular O-H···N hydrogen bond between the hydroxy O atom and the imino N atom (Kantar et al., 2012) generating a nearly planar six-membered ring, a S(6) ring motif according to Bernstein et al. (1995) .
It is known that Schiff bases of salicylaldehyde may exhibit thermochromism or photochromism, depending on planarity or non-planarity of the molecule (Schmidt & Cohen, 1964; Amimoto & Kawato, 2005) . The X-ray diffraction study of the title compound shows that the molecule is highly twisted with respect to the central imine group, which is reflected in the dihedral angle of 67.83 (10)° formed by the thienyl and phenol rings.
The crystal packing is characterized by weak C-H···O (see Table 1 ) and C-H···π interactions: the distance between C2-H2 and Cg1 ii (C1-C6 ring) is 3.00 Å [symmetry code: ii = 1-x, 0.5+y, 1-z].
Experimental
The title compound was prepared by refluxing a mixture of a solution containing 2-hydroxy-5-methoxybenzaldehyde (15.22 mg, 0.1 mmol) in ethanol (20 ml) and a solution containing 2-thiophenemethylamine (11.32 mg, 0.1 mmol) in ethanol (20 ml). The reaction mixture was stirred for 5 h under reflux. Single crystals of the title compound suitable for X-ray analysis were obtained by slow evaporation of the ethanol solution (yield 64%; m.p. 353-355 K).
Refinement
The structure was solved by direct methods and refined by full-matrix least-square techniques. All hydrogen positions, except H1 which was located in a difference Fourier map and freely refined), were calculated after each cycle of refinement using a riding model, with C-H = 0.93 Å and U iso (H) = 1.2U eq (C) for aromatic H atoms, with C-H = 0.97 Å and U iso (H) = 1.2U eq (C) for methine H atoms, and with C-H = 0.96 Å and U iso (H) = 1.5U eq (C) for methyl H atoms. The Flack x parameter was refined to 0.04 (13) based on 640 Friedel pairs.
Computing details
Data collection: CrysAlis PRO (Oxford Diffraction, 2007); cell refinement: CrysAlis PRO (Oxford Diffraction, 2007); data reduction: CrysAlis PRO (Oxford Diffraction, 2007); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) ; software used to prepare material for publication: WinGX (Farrugia, 1999 Packing diagram of the title compound along the a axis. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
4-Methoxy-2-{(E)-[(thiophen-2-yl)methylimino]methyl}phenol
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.3932 (6) 118.8 (3) C11-C12-S1 112.5 (3) C4-C5-C6 120.8 (3) C11-C12-H12 123.7 C4-C5-H5 119.6 S1-C12-H12 123.7 C6-C5-H5 119.6 O2-C13-H13A 109.5 C5-C6- Hydrogen-bond geometry (Å, º) Cg1 is the centroid of the C1-C6 ring.
D-H···A D -H H···A D ···A D -H···A O1-H1···N1 1.10 (6) 1.63 (7) 2.616 (4) 147 (5) C8-H8A···O2 i 0.97 2.77 3.592 (4) 143 C2-H2···Cg1 ii 0.93 3.00 3.631 (4) 127
Symmetry codes: (i) −x, y−1/2, −z+1; (ii) −x+1, y+1/2, −z+1.
